The structure of a novel cyclic peptide (1) produced by Actinomycete sp. has been assigned on the basis of extensive NMR and mass spectral data.
During the course of search for biologically active metabolites from microbial sources, we have isolated a cyclic peptide (Fermentation #89-02408) produced by Actinomycete sp. (Schering Collection, SCC 2186). The isolation and purification was carried out according to scheme shown in Fig. 1 . In this paper, we describe the structure elucidation of this novel cyclic peptide.
Sch 486058 (1, major fraction) is a cyclic peptide (Rydon (ϩ) and ninhydrin (Ϫ) with a MW of 1530 by SIMS; m/z 1531 (MϩH) ϩ and 1529 (MϪH) Ϫ ; UV l max 220 and 280 nm.
13 C NMR spectrum of 1 in CD 3 OD/CD 3 OH (APT, DEPT) indicated the presence of seven methyls (10. 4 Fig. 3 . It was possible to assign Gln instead of Asn on the basis of NOE data. Most difficult part was sorting out the connection of Asp in the AA sequence. HMBC data resulted in significant improvements in the AA sequence, e.g. the complete assignment of the dipeptide side chain and established connectivity between CH 2 protons of Gly 1 with a-CO of Asp at d 174.7, and between CH 2 protons of Asp with a-and g-CO of Asp at d 174.7 and 173.0 (Fig. 3) .
The original activity was based on agar diffusion assay using 6 mm paper disc. The MIC for the major component (1) was Ͼ128 mg/ml against most fungi, however, we could not get end points on both yeast and fungi. The MIC for the minor, structurally related components (A and B) were 0.25 m g/ml and Ͻ0.0625 m g/ml against Candida, respectively, and were inactive against Aspergillus. Due to lack of material and desired potency, the project was terminated. 
